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A.T.P. (adenosine
triphosphate)
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active site

active transport

adenine
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adenosine
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adenovirus

adenylate cyclase
(adenyl cyclase)
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alcaptonuria
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complementation

allergen
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allergy

allogeneic

allograft

allometry

allopolyploid
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allosteric enzyme
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allostery

allotetraploid
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allozyme

alpha chain
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alu family

amber codon

amber mutation

Ame’s test

amino acid

amino acid
sequence
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aminoacyl t-RNA
synthetase

amniocentesis

amorph

amphidiploid

amphimixis

amphipathic
molecules

amplification
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anaerobe

anaphase

anaphylatoxin

anastral mitosis

aneucentric
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aneuploidy

animal cell

animal pole

ankyrin

annidation
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annulate lamella

annulus

annulus lid

antibiotic

anticodon
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antigen

antigenic
determinant

antimetabolite

antimitotic drug

antimorph
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antimutagen

antiport

antisense D.N.A.

strand

antisense R.N.A.

anucleolate
mutation

apomixis
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apoplast

apoptosis

apospory

archaebacteria

arrhenotokous
parthenogenesis

artificial
parthenogenesis

19

HAYcIah

oel ¥ e &1 afifte=
T3 Wl Ta-99ad & Heayel A & w9
H Bl Hal B |

TareiE

IR ofd # fraa s
aﬁaﬁ]ﬁ:qﬁﬁuﬁﬁﬂ_a‘l
2R A e o w9 Rafa

B
g 8| 7' ufhm amg oRads g
3 P WY F AR B el 2
AT
Uyl ¥ RHed ® Fhe e gar

RPE Yoo &1 [ Wl TE TS
HR B JHEITI (agamospermy) |

JregsitaTy]

AHdEd! (prokaryotic) Shal &1 Th T
e Rl fofiel & s ek
& T W = e 8 Y @ 9l A
qaFRa A fAee-gad & a1 9 A
qhafedl 4 |

fH4e gor

sfefd svel g1 fra TR &1 I~
&1 |

FHm AftEa=

yarTeel H N e @1 IrEate
o e Sl g oRadw & forg
U |

s 9 s 5



artificial selection

assortative mating

assortment

aster

astrocyte

asymmetric cell

division
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asynapsis

atavism

atrophy

autarchic genes

autoantibody

autoantigen
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autocatalysis

autochthonous

autogenous control

autogenous vaccine

autograft

autoimmunity

automutagen
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autophagic vacuole ¥HIGH uT+it

autophene

autopolyploid

autopolyploidy

autoradiography
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autosome

autosyndesis

autotetraploid

autotroph

auxins
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auxocyte

auxotroph

auxotrophic mutant

axenic

axenic culture

axial fibril
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axon

axonal transport

axoneme

azaserine
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B

B-cell/B lymphocyte #.-®1a1/4. aftan]

B-cell stimulatory
factor

B-chromosome

B-form of DNA
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B-lymphocyte

back mutation
(reverse mutation)

back-cross

backcross parent

bacteriocidin

bacteriocin
(bacteriocine)

bacteriophage
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bacteriostatic agent SHANRATAS FHe

bacteroid

bag cell

balanced lethal

balanced stock
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balanced
translocation

Balbiani
chromosome

Balbiani ring

band

bar
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Barr body

basal body

basal lamina

basal metabolic
rate

basal metabolism

31
TR fis
qre1 wftai | fom mifes & 9 |@uH
FRGEE fis O 9 IRTARAT-BEH |
XA & fAfssaor | I g 2 |

3y HI

[oHge! W B B R veE B
Her= WA o (@EHE & AER TR 9T
S il TP 9o PR GRgT 8| T8

URIAH B e Aferdreil F1 @A IR
fa=am a2

U™ 9T

TAREAT B BDIYGT A Wl SR AR
P IYBAT BIFET Me AR a7 R-IRA
B AR W) U3 el 8| 98 A= yor
@ Hadl & foy Hifas JRYuFE & w9 A7
&1 B B |

U SugEd =

faRms araRen # UMY (STRASTH-AT) B
| 3 a8 &% & ufaaider @ forg

ufd ger IS B arell 9SS D
ufererd | e fhar man &1

YUY Y9I

faxmraen ¥ A Sha & Iurggd
P [ET X |



base

base analogue

base pair

base pair rule

base substitution
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basic dye

basic number

basket cell

basophil

batch culture
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benign tumour

beta chain

bi-directional

replication

biogenic amine

biological stain

bioluminescence
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biopolymer

biosynthesis

biotechnology

biotin

biparous

bipolar cell

35

Sqagad

UIEHE, gIeld A aAl FETEESe o™
gEATPR  Wild 48D | $'1t'h| o 1
frfor amelt saIeEl (Thasl) 1 gARgfea
& gaRI BT B |

AR Zgfor &1 ITe |

arafes

BT SPITRIZS & g dfel A
HIfA® 89 @ Gihal ¥ W A9 arel

Heu~gd R o feifs H, ggaq, sie-
Gas, dRe ¥ ggr 931 ¥ e 2

fawry

Uo B g9d ® S gl BT S < arel |
faydt @i

g aifd <1 ucdl @& g wey wefa @
D | I HASD! geued BT af3ai |




bivalent

bivalent

chromosome

blast cell

blastema

blending

inheritance

blepharoplast
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bloodline

Bloom’s syndrome

blotting

blunt end D.N.A.

blunt end ligation

blunt end
(flush end, non-
cohesive end)
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bobbed

bond

bradykinin

branching enzyme
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breakage and
reunion

breakage fusion
bridge cycle

breeding

breeding true

bright field
microscopy

bristle mutant

bromodeo-
xyuridine
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brush border
membrane

budding yeast

bundle-sheath cell

Burkitts lymphoma
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capsomere

carbohydrate

carboxypeptidases

carcinoma

cardiolipin

carrier
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carrier protein

cascade regulation

catabolite
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catabolite
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catalyst

cathepsin

caulogenesis
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cell coat (glycocalyx) BIRNET AR (TATZHIBITa)

cell communication
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cell differentiation

cell division
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cell doctrine

cell fractionation

cell line

cell mediated
immunity

cell migration

cell signal
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cell theory
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cell-wall

cellulase

cellulose

cenospecies

central dogma
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centrifuge

centriole

centromere

centromere
interference

centrosome
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chalone

chase

chemiosmotic

coupling

chemiosmotic
theory
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chemoautotroph

chemolithotroph

chemoorganotroph

chemoreceptor

chemostat
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chemosynthetic
bacteria

chemotaxis

chemotherapy

chemotroph

chiasma

chiasma

interference
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chiasmatype theory fusm wsu fRigura
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chloroplast
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cholinesterase

chondriocyte

chondriome

chondriosome

chondrodystrophy

christmas disease
(haemophilia B)

chromatid
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chromatid bridge

chromatid
interference

chromatin

chromatin negative

chromatin positive

chromocentre
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chromomere

chromonema
(chromonemata)

chromoneme

chromosomal
protein

chromosome

chromosome
banding
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chromosome
breakage

syndrome

chromosome

bridge

chromosome
diminution

(elimination)

chromosome

polymorphism

chromosome

substitution
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cis-configuration

cis-trans test

cisterna

cistron
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classical
haemophilia
(haemophilia A)

CIB technique

cleavage

cline

clone
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cloning

cloning vector

closed reading

frame

clover leaf model
of t-RNA

co-dominance

co-enzyme Q
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co-isogenic

co-linearity

coated pit

coated vesicle
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cobalamin

coding sequence

coding strand

codominant

codominant allele

codon
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coefficient of
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coenocyte
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cofactor

cognate-tRNA

cohesive end
(sticky end)
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colony
hybridization

colorimeter

colour blindness

communicating

junction
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competant cell

complement system
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complementary
base sequence

complementary
genes

complementary
interaction

complementary
resistance

complementation

complementation
group

complementation
test (cis-trans test)
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complete
dominance
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complex inversions
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transposon

compound locus
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(Con A)

concatemer

71

qof warfae
o Rafa R Rwsgea sk awgew
TART UH O SATOTIHY I~ 81 8 |

quf Jean
W Rufa g @ 9 &
SEYRY YHIE I B B Al [T
S B U1 guId I dea & forad
S JYAT S @ AR G F@
ST 2 |

wfea wfvar

 gfeemd o 5@ R @ @8
Qs IoT B N |

. ;s

AN IgwpH e sm-ds eH R
W T A IHE 3HS  ORIOROT @
{H 91 A B |

wga faRea
1 W At oAl (RgA @ el #) aren
faRerat |

FrpAAfed T, (B, T)

Th ifdes o fav9e w9 A o AR den
P AEvl | dud B |y
FIE SR & S Bifeeat anfe w
wEeEeHl @ fav fee @ wu #
$OHT Ae war fewm o ®1 g9
TR |ishaar B 2

<is
Qo TR AN A I gEAD
I AU T TH TR B AM-GY BN E



conditional
medium

conditional

mutation

conditioned

dominance

cone cell

congression (of
chromosome)
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conjugation

conjugative
plasmid

conjugon

connexon

consanguinity

consensus
sequence
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conservative

recombination

constitutive

enzyme

constitutive gene

constitutive
heterochromatin

contact inhibition

containment
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copy error

copy number

copy-choice

hypothesis

core DNA

core particle
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corepressor

cortical granule

cosmid

cot

cotransduction
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Criss-cross

inheritance

crm (cross reacting

material)

cro-protein

crossing over

crossover

suppressor

cryopreservation
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cryptic species

cryptoendomitosis

cultivar

79

My S

AR H HFIT: GBI T8 Bl |
TS IFAFGAU
e e BId dwd d I=X 'MW

aredl TOREA ggONeRv| 9 ufhar #
[HE TREFA Ah H OB arell JAERATY
T@s # A8 omdl, fdw g @ AE
I A W g @ W ¥ g
HIA ITRELRA IE RN 2 |

FHiRwgonfa

ROMHB Fo- g1 S @l g fhl
g A B |

CURL (compartment Far--ur8! Ry s

of uncoupling of
receptrs and
ligands)

cybrid

cyclic adenosine

Pt Bre e el Rea o
geqY] 9 Fol Al & fagea g
gl

wiEfAe, *ER  (PE F@  GHI)
P s @fe e Sk
T |1 U1 AfeF Hrdl F I 8|

= W$ARE AAwRee (FWeed.)

TSAIRA AFeRGe &1 Afba o) R
BRBC T, WA @& 3 dul 5 qE
FEA B Ay ARy B 3 Ad @
JUEaST W g9 drell FE A PIDI
HdHad & ARM A4 g0 & w9 § I



cycloheximide

cyclosis

cystathionuria

cytochalasin B

cytochemistry

cytochrome
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cytogenetic map

cytokine

cytokinesis

cytology

cytolysis

cytoplasm
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cytoplasmic
inheritance

cytoplasmic
membrane

cytoplast

cytosine

cytoskeleton

cytosol

cytostatic

cytostome
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D-loop (displa-
cement loop)

dalton (d)

dark field
microscopy

dark reaction

decapsidation
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decarboxylase

decarboxylation

decimal reduction
time (D value)

defined medium

degeneracy

degenerate codons
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dehydrogenase
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derepressed

desmin

desmosome

detergent
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determinant

determinant cells

deterministic

theory

dexyribose

87

iz

HIRS FEq-Rll & 3 gTH A 9T S
fagry  uftRereres, oReda s
agafl¥s ued Fxa g1 ufdvH @ 39
AT | wfered 3] ey B F |

fRufve SHIR¥ET

PR & g FfalRs g J fARaR
IRadd @ #ro uRadq @& e g &
ufd gafda €| SA@1 sriaRe «evr 9=
dul SEd wafad @ YU @
PIHRT | 3T ggaE <1 g |

fiufve Rguia

1. (@Rew SR & W ¥) = Riguia
g JgaR WHed avel | [OR WM
3 gwEr YU @Rl @ FAEfd ek
fries § o Iopwu |@wa TE Erar iR
e wiey eR& B 3 W DS
gTEa €l gl |

2. (@M= ofe fasm & wed ) &R N
afe i Sfew ol @ afhaf[ s
o9 d U SN g ITgaRie dre
Tar fffe @ 21 3w afafd d
SR Wl @ aER R sfavdey 0
wftafera &1

fRatfadRrgaw

T RN (5-FEE) g o UgEE @
M B 2, Afde Sud offeiio o
T @l W QAT J b W



diakinesis

dicentric bridge

dicentric
chromosome
( dicentric)

dictyosome

differential
staining
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diffusion

diffusion
coefficient

dihaploid

dikaryon

diploid

diplotene
(diplonema)
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direct repeat

directed mutation

disaccharide

disjunction

divergence
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divergent
transcription

dizygotic twins

DNA cloning

DNA coding

DNA
fingerprinting
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DNA hybridization $).TA.T7. W&

DNA ligation

DNA polymerase

DNA repair

DNA sequencing

fFf tda TP & ST B WD
RE Thd o9 SLUAL I AEUT IRb
Rer gfaRogs Q.uA.C 71| 59 g |
el & wifadi & dATAT T &RG-
IgEHl H RER gaedal FaiRa @ s
2l

SIRE A D

faafa gag & 9D, AR I P
IS JMEEl GART SIS oi—

(1) BIEPIEIZTRR & Ay 3§ Sgag o
fegsfort & & 9ga 4 0 @fas
Rl gud gU a1 freeadl aw®i @l
S |

(2) TIEH AT B [N A AR
iR arel gAY sl B U e |
Jua.g. atferms

R ¥ T O AT A e Ted S

Ay gigfaas & SRME gdad] ST
qaereli w®O5-3 fREm A7 iR

fFsiergel 1 e H He@y©l B
gl

$1.79.7. IgUR

ATAT. B GXET AR oHH B Ffedl
P TATSH AR GUR |

S.¢A.7. IJgHH0

AUAT U H &R & Wb HH B
fAeiRo |




DNA-ase

DNA-driven
hybridization

DNA-RNA
hybridization

domain

dominance
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dominant

dominant (genes/
traits)

donor splicing site

dot blotting (dot

immunoblotting)

double diffusion

test
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double fertilization

double helix

down promoter
mutation (down

mutation)

down-stream

duplex DNA

duplicate genes
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dyad

dynein
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EBV (Epstein- barr 3. d@1.&. (To@H-ar fauro)

virus)

eclipse

electroelution

electrofusion
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electron
microscope

electron transport

particle

electrophoresis

electroporation

ELISA
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elongation factor

end cell

end labelling

end product
inhibition

endergonic
reaction

endocytosis
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endogenous

endonuclease

endoplasmic
reticulum (ER)

endosome

endothermic

process

endotoxin
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endozyme

environmental

isolation

enzyme

epigenesis

episome

epistasis
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epithelial cell

epitope

erythropoiesis

Eschericliia coli

euchromatin

eugenics
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eukaryote(s)

exergonic reaction

exocytosis

exogenous

exon

exonuclease
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exothermic process

exponential phase

expression vector

extra chromosomal,
non-mendelian

inheritance

extracellular matrix

extrachromosomal
DNA
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hetrochromatin

Fc fragment

Fc-receptor

fecundity

feed-back
inhibition

feeder cell
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fermentation

fertilization

Feulgen reaction

Fibronectin
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filamin

filopodium

filter hybridization

first order kinetics

flagellum

109
o=

w91, e X WEdm (M~ 250,000) S
fiarms # gfaqa 9 21 78 oeRi
Ufdes sl & 99 wedy Tm #
FEIAl Bl B |

aguR

Y PHINERI B Fdg W U S arell
F4-dg A T R Wfdes g e
e dav

ffpdfipd ted m9gadl & w9 H &A@
frega amll G ARgRGA TR) @
e JqEgy QAL & fsaNfEga:

daferd W9 SITAN. I ARTAL, a1 "I
% gfa IguTa |

uuH Pife ganfas

TR s e Sae a7 @)
&R fraeR @ A & [EEdfas Bl
2 3R 39 oo I8 a1 & & T8 )
fR—R Hg B o) 8 aen afAfhm w0
N g 7 e |

T. zero order kinetics

HIMH

WOk 8F GEA W SEre d
UHd, WHE 1 Hd WUl H 918 Wil 8| a8
Ty FRP T B |



fluorescence

microscopy

fold-back DNA

foot printing

formalin

forward mutation

free martin
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freeze-etching

Freund’s adjuvant

friable callus

fusion protein
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g-banding

G, phase of cell

cycle

G, phase of cell

cycle

galactosidase

galactosidase
permease
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gamete

gametoclonal

variation

gametocyte

gametophyte

gammaglobulin

gap

gap-junction
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gel-diffusion test

gene

gene amplification

gene bank (gene
library)

gene cloning
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gene cluster

gene deletion

gene family

gene gun

gene library

gene locus
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gene mapping

gene regulatory
proteins

gene tagging

generation time

genetic code
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genetic drift

genetic engineering

genetic marker

genetic
recombination

genetic

transformation
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genome

genomic clone

genotype

genetic polarity

geographical
isolation

GERL (Golgi-ER-
Lysosome)
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germplasm theory

giant chromosome

glucose

glucoside

glycocalyx

glycogen



glycolysis

glycophorin

glyoxylate cycle

glyoxysome

Golgi apparatus

Golgi complex

gramicidin A
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granulocyte

gratuitous inducer

growth factor

growth hormone

growth-curve
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GTP (guanosine
triphosphate)

guanosine

gynandromorphs

gyrase

Y (gamma)
interferon
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H-2

H2
histocompatibility
complex

haematopoiesis

haematoxylin

haemophilia
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hair pin loop

halophile

haploid

hapten

Hardy Weinberg
Theorem

Hassalls corpuscles
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He La cell line

heat inactivation

heat shock proteins

heavy water

helicase

helper lymphocyte
(Tu lymphocyte)
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helper T. cell

hemagglutination

hereditary

determinant

hermaphrodite

heterochromatin

heterokaryosis
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heterologous

heterologous carrier
vaccine

heterologous probe

heteroploidy

heterosis

heterozygous

hexaploid
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Win DIII restriction
endonuclease

hinge region

his operon

histocompatibility
antigen

HLA antigen
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homologous

homologous
chromosome

homologous
sequence

homomultimeric
protein

homozygous

hormone

hormone receptor
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hot spot

humoral antibody

humoral immunity

Huntingdon’s
chorea

hybrid

hybrid arrested
translation
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hybrid inviability

hybrid sterility

hybridization
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hydrolases

hydrophobic
interaction

hyperchromic
effect

hyperplasia
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hydrolysis
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idiogram

idiotype

idling reaction

imaginal discs

immigration
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immigraticn
coefficient

immigration load

immigration
pressure

immobilization test

immune adherence

immune clearance
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immune cytolysis

immune

elimination
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immunization

immunodeficiency

immunodominance

immuno-

electrophoresis
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immunoferritin
technique

immunogen

immunogenetics

immunogenicity

immunoglobulin

(Ig)

immunological
barrier

immunological
competance
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s & s R Sal & Juewan

AR Ygear S A Wl gl @
g g oman #

ufaremew

foeft wfores (srerar wfeReno=) @ ufoxféa
IAfBa1-SEIT Bl & |

FgAregel (g o)
gferst=i &1 U6 TR |

gfoRamEs Ay
T TRIRE Ry o ufaeE @ fawegy
foRen-SrEfhar B Awar A1 H BT B |

wftraTeTs WA
wioRen IfHa1 I= FRA B & |



immunological

memory

immunological
reaction

immunological
rejection

immunological
tolerance

in situ hybridiza-
tion

in vitro
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afiRemed [gfa

yfeRee s o H ufdw= | 9gw ywrEs #
Ve WRadl] wHied & ufa v eiren
IR vaEal § ogfhwn @ @H @
e |

ufirered Afwfha
fef uforell A wwifda oRfrepsi & @
T3 A A AT A AT B
gfoor @& @Y g | I SaRad=
oy = o W@ |

ufaxererd IdidRol
avor-uferelt afafpa @ oro fFR o
e # 9§ A @ ARl et
FIEIA T Fadl BT A€ 8 G |

ufeReTed wggal

it # A faRre ufdom & ufd axa-
Jar HI¥IE "iftgq gfoRen SO A
P el wafed o yfawl @ ufd 3
sefera @ forg wmrga: Wl B # |
TR BT

wWEe R W Rer A ¢ Fas Fe
a1 @A § REl @ fReded
SITAN. B GH| FEHA (DD 59D
Jaferd SITH.Y/IRUAN. GRS TATT H§
g |

o3

e @ @y Fphwa: Fafya Rafl &
fed U 3T |



in vitro

conservation

in vivo

inbred

inbreeding

included
inversion

inclusion bodies

incompatibility

-incomplete
dominance
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g3 WRE
(3RFT—tissue culture, P FaL )

oftq

S @ 3fava fhy U ey |

=TT

Il w9 | wafa afedl & g
| I (F=afa) |

SRR e

IfaREaa wegy Aftedl &1 9T | (3.
breeding)

waifaee afaarm =
AL & I Y @IS B UH W A
AR T 2|

ade B

@ aEd) W g @ STy
fis|

ST

FB Aavdy iR B T & R

¥ -y T P IgEdd, o wREs
gfeRen @ SR BN 2|

qul garfaan
78 Rufd forad vy g=rell &1 @eor @
gl @ Aegadi 8 |



incubation period

independent
inversion

indicator

indirect end
labelling

induced enzyme

induced mutation
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FHGA-3E

1. GHHYT B9 3R A By Fevr fRard
29 @ 9" 31 99y |

2. &M wegw | gawiE @ gfife &
T g 3R S yelRia 8F &1 wwg |
waa ufadrE

78 Rufy oy AL & Q) I T,

9= d T3 Ay @US A I W, U6 T
GECEUR ol

qad

g uered e 1 aRRufdal & uRada
% FTEAR el | I pH HE W
el 3R araar # gy gRad=l @
e €1

U I A

AT & P e WM W $e I
IR P F (& WS G AGHA a1
afl Thel B gUH IR JATAL. WIS B
SiTg @1 @D |

aRa ufdog

2. adaptive enzyme

uRa IeaRad=

Wedl 9 ¥ yPpfa H B9 gt SafRadi
& fada, SaRadaes & uvyg 4 BN
qrel IR |



inducer

inducer (gene
inducer)

inducible

induction

induction of
prophage

inert
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RE

IEfAE Jar Hifdd &G Sl DIRTER,
Fadl, AT AT WEl R AT By o
R, fafre SH & sgerEa & g &van
2l

W (S R®)
forame urdE ¥ EyE B S Aafyafd
H1 g aranl (319) |

svofta

g, W fhamml @ suRefa #
TYfa =8 & |ad | fhameR RS @
P P & AR BE F 370 IulReyfa
¥ W TTgHT B IAEA g% 98 el 2|

I EL|

oF afYafe & d@ed ¥ frammy @
SuRef # Sfamph @1 @R & B
ufbodi & WIANT FHT IRY W fARTS B
fams Wwdm @ iy yRaRe fhar &
FoRaEY IFRET B IS BT B |
gifgyisht gxor

TATH THAPR B A< 8B O B Holaey
U GO @ SRo= wftaush &1 aa9
(@T®) TF H 449 |

afba

(rE @ve) o aTgaRe w9 9
frarefa =1 €9 iR wma: 'gemfea
F T B 8| 3P AN i IcaiRadAl
# JuRAfd 4 a1 Al dges W A
Ugq g UM | ST W R |



inflammation

initiation codon

initiation factors

initiator

initiator codon

initiator RNA
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my

Sad-afd & 9% BN a PIRPE IR
Iqaifeia gRada | MY B ddu -9
R B T BEL, A B L fen iR

g |

URYA PrEH

THIR.GAT. @ e FreA
(AUG/GUG/GUA) St arqare gfsar &
AT B & |

AR RSB

W W gEEH B Ay e W e
U A W G B AR gy
g

UR™®

o] QgAY ufdpfexer @& Yt
Afed @ IR, VE 99 SWE e
Woaa & e we w® sfRiefeors
Refey) & 91y wER b 8 21 39
R 50 & oy ufigfiors wid
R AL 9fAdR0T B A7 AR B THIA
8 O 2

UR™E BreH
(3. initiation codon)
U AJR.UA.T.

THl PIE RV AR T T A e B
IR= B @ fkar @ ghlea axar 21



innate immunity

insert

insertion sequence

insertion site

insertional vector

interphase
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wew ufawen

uferen o aftfa = ax onfaal & fag
YT BN R |
A

S A7 B WA JoI RAorda oac
TGS |

A= argwa

BICT SaUdg graurEad ol dad 39S

WA & fog o) oiFl @1 98|
Hxal B

AR wE

HaAED QTAL IJY] ¥ (& Afgdrg gfdqu=
e, o ey Sivao Hale e
S Gl B |

fAadht waes

T T Gares fraer B i
AU F TF 8 yfderE-erd w A
fa < 9 |

SARTARAT (3FARHTO)

1. IR ORE e & =
Jrafer |

2. R wiftrdl & ugal sl Rvea &
Id H Pwd B A 790 € I Usd 3R
TR R el & g A s



interband

intercistronic

region

interference

interferon

inheritance

interleukins
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JRYCE

qgueed TRE § @l & ard gge
Sl 99 "erd @1 fAeuo dvd & ofgl S
T. X9 PH gferd B 8| A 8RP ABRAPI
¥ AfRfa T8 81, 3978 B TS
g 2 3R fPfad widw vl srgenfa
B &, FifP g7 STAL H= FH B
i

IERTHHIR &

U6 W & 9AE (iR E) deE iR
AT W B IRAA BIEE B 49 B |

3R
el g & t wyme e 399

wiu g R @ wfa &= @&
mAfdear 93 Iar ge SRl R |

FEXBRE

fFd R @ e G
faod wFwor ¥ SO= O @1 98
E Sl o PIRGRI § 8 §S a
I FHAT B ABAT B |

gemifa

qE@dll dAl SEel ¥ wafa ¥ rafie
Gepical Ll

YA

B B TH WYE W ufRem  dF
PN & " GHas B A HAT 8 |



intermediate
filament

internal pairing

inverted repeats

intervening
sequence

intracellular
transport

intron (intervening
sequence)
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gl dg

8 ¥ 12 nm TN A PIRG T TGP |
Y P ToR AEHE & fwErh @it §
I B

A=IRS T

TOREA B QA1 YA B TS qEX D WA
e 3R U@ TR GXET B I |

afaefia germad

W 8 3 R Rda sffe o
8 e B [ ufrpfadt |

Regdl IAgHH

2. —intron

TeRSINEE AR
ufba e wifdreRi § g T
e SradIfe vl @ "Emw ¥ iR
I & afh e gard ard el
% TART 9} I 2 |

IgRD, THHA

AqrAy ¥ T TE URFS  IgAE
EEfre) ¥ A 9 T @ Headl
AFEA FHA O ARTAL. THAU B
RM FgA@ H ¥ He I AAT B N
#1 2 @ uRUEE @ IRTAL. (THAR.
TAY) &1 37 9 9 99 & RO VHEL
IA-HYONY B Y IFEwEs B ¥



inversion

invertase

inverted terminal
repeats

ion channel

ion pump (sodium
ion pump

isoaccepting t-RNA
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BIGCILE]

TR ¥ 39 UHR B GRS aRkadd
s @18 PR WS geax Il faEm ¥
I WE W FE ol B AR gEe
FHeRg®d S AP W Io<l & e 7

FHaeH

g8 Uidhvd Tl FANUGSH TART Ghrd B
THEN Tl HEe (Fd waw) Hoagd
o & |

ufdafa s geRTad

&Y gaEE @ RR ) SR A=
§ SuRed e Hafta a1 |9wy gHH |

M A

9 T9d e 9rgg 4 9E e U
fafsra yare freell § @Y SHP AR-UR
g B o f5lt fafre Sdve g@m
P B W & gad 2| I8 g QA
gPR P B B—ROMAAl P TE@T YA
qrell R YAl B 98T FRA arell |

g4 yy (Wfeaw ama= 9m)

FIp1 b1 faire afpa afrm= O3
o e wavra g9t 81 Na+ - K+
T TP QT Wl B Jdife I8 39 AEE
& Tfa | Halda )

THATE IR0 AR.TA.T.

fsTe VAR Il 1 gET XA a9
AP AAU ARTAL. (AIRTAL) s
aiivae s TR A A= 8
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isoallele e

fped 9 e § 9mga: @18 99
T8 fea o |@@ar 8| 3 VS I D
fov 39 @y fFA saRad el &
AT B AEIHAT TS B |

isoantibody wawfareft

feef fd & %o Ja@ § 9 WA drell
gforedl; 1 ol & wifd @ e "l
P PFRT AUYAT  PIRFB-TESH B
aHTfaa @var B |

isoantigen waufae (SraRufaera)

e onfa e @ e & "o ¥ g
WM aren SHae e gfoeE, o @R
T ¥ 78 urn W 2 3 U

f e 21
isochromatid HH-JOREF W
breaks TNE F IE PEeS] B TEE Wl §

Ge | IEARE T § A FHGIA
qul Y R WREERl B
ITRTERST Nevl | §HHT g FeAd 2 |

isochromosome WHIUREA
el A fFEsl TRE e S
YAIG [ W AT TB @R B Y0
ey @@t 81 g SaRl ORE

e @ 9 IR B ATRA
o & & 21

M — 3fcerT /vD | 20O



isocoding

isodicentric

isoelectric
focussing

isoenzyme

isogamous

isogeneic
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HgGEA

G@F) o vaa e e deiuegs
|y & forg Wad B 8| W ofF
& ORE W P IgHH A Red @1 w&a
2| Sarerond, fRRem @1 fFuiRor & areh
S |

HHAZGd BIpa

TR YGIH A D ABND (AGgAHV AT
aaae) e = Igga fig aa o
augedi @1 Sudm fhw o ¥ W
APl W)W T R eF A UBR B
I B B |

w4 ufdva
99 = dxg=mell ara ufdvdl & aqE
&1 TF gfevd e ISR orE, auH

AT AT [HE B B | TH ATSHINEH
W e B

AHGTHD

(Gfea Rwgmme o) e R aen
&l e Uh B ke B oidAl Il S
Gl B qgq BR & |

R

ARG T4 A FEHE, @ IR 9 D
dra oo A &R |



isogene

isogenic

isograft

isohemoagglutinin

isolation

isolation genes

isonymous
substitution
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wRSi ST ftE

qEfeE # d Y@ W gEE W g
ara fIgaill &1 Sred €

Rkl

e B afe § qud e & JEueta

e Al e . ura AEle wu A
qHE (PIRE, Fase ) |

LRI

ey (AIfr=) SiFwsdl ae Q) afed) &
4 Hds (97|

srgEEETTgfef

W@ T Has) ufterm W dre a
PINTGIA & T 9 v &) 2|

GUTHIT

IR ¥ UY & Haewy a1 gafted]
¥ ofF ware &1 9 @ I< & 9| 38
faerg & e gfhar 2|

arefa oA

U fRsfeadl o1 wirel & Rywg™e &9 #
SuRerd 89 W oilad  dAl Ui &l
H1 9gd BH PR Al © |

T wfavemg

WA WU gH @ R R
I gNe A e § gRada @
B |



isophenic

isoschizomer

isotonic

isotype

isozyme
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AHAGIRET

(G4) S wHE Fguedl W BRI &
- wew, fadm, gdm e wdw
THBRYl gR1 Sea difed |

TadvfEs

W ey ergfdate e dea-
IHA TH & Bl B AR R wEE @
TAY. @S a4 & |

FHYRTET)

PING & WRRY a9 & I GRTER0]
2919 1T |

ESE1Eo |

ot onfa & o afedi § IuRed
gfaer fRulke o ag wfeal @ aafeeal
¥ 7 9Ig S|

|HGTSH, ATFANGEH

2. isoenzyme



J-chain
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A @l
SATAGf Uheardl B WRER  SIeA
aell Ud BIC) difeliegs y@ar (G
15000 Treed vpMR) forad RiRega &
qgadl Bl B |

J-gene (jning gene) A-ofA (WA-5f)

TP BTl STHL TS o €. fF 3 9

THEY IS FRATAIgord 39 @ Y
srerar A @en & gRadt uds &1 dred
FAT B |

Jacob-mMonod model AFHI-AAT HiSH

W =d § WIS GYaNvl & Aafs
s &1 e died| 398 WIS |eH
3 fAuke w@e oE &1 [uIv S99
gfavare AT w3 # Reud s oiH]
AR Bl B |



K-cells

Kaposi's sarcoma

Kappa particles

karyogamy

karyotype

keratin
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K
@ BT

Re BN RFe Wmmw |
yfa—emqe PR anfawa 2 2

IO |

gd MR A B A [A B DR,
oo daw g w ) T T B oa=
IR SR | TE BER, TS & A0 §
ST B |

Tl BT

R & TOR[A  9d &O, Sl
A BRI ged @ fou smavas
T8 B ABA TR HES I YAl
HEWE JA1 ST B |

HEP AT

THS & DEH B 0 dXE § M99 A
e, o 6 AvEe F g 2

IEE THY
PGPS B FegraRen d OREE B
[, AHR qAqT JHfa & deq H fHD
PIRG B TOREAG G=TT |

arfeq

3y, F@ AWM A H UHE HIH|
BRIl B IFF Irer-IAT fhe §
SHl @& e o @a ARt dedad
gt &) A ogemdia  WRe s



kinase

kinetic complexity

kinetochore

Klenow fragment

Klinefelter's
syndrome

Kreb’s cycle

Kupfer cell
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WaTead e 8 e o-gsfor
g B-ITAT drell AR UffeueTgs-
HEA gl |

HIEAA

v ufdva S fFEAMR ] ¥ wiese
THE P geTal A1 S Girg ol B |

e wfeam

QU YT wEgd & Fofae A
AIfa QgAY Hed B Sfeerd |

FFRIER, fafdg
2f4U- centromere

fae= @vs

Shavdg 1.0 giferRs | &1 U 379
o Arfed e @R g g B |
FATSAP Y HAT

-9 H UE WM aell Ud g9mTd
B 2|

Ma-=GH

g8 ufdva dxF W UEGAE A B

JgfloA @ SuRefd A @EA

SE—3ifearss ¥ uRafda oxar 8 a8

AR & U § ey Hon N FAdrean

2l 3 AEfed ra-as  dudl T8

?ﬁﬁwﬁw et O (AY) N ded
[

FUHY DIRD
TFHq H g o aren falre AEmerd ] |



L-form (1 phase

variants)

L-form bacteria

lac operon

lac regressor

lac repressor

lac-P (promoter)
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Uty ®U (uraven gRad)
Share] S 9rg: SRl wu |, gl et
fAfed a7 & TN awar @1 gD B |

-9 ST
Ioata Hifdre Af& arer frary |
I gaTA D

Strarodia ofF fyarfdd den Aass &
g1, Ry 7 GxATHe o9 den dLuH.
U & oI aa mita & = Fame
9 IATET] GaRT TEAT Tl § |

o ufessrdt

JF WAL Y. AH & srerEd & Aufa
B ATl o [ SiF @) IS |

AP THAG

yarere H SuRea fFame ofF) g8 W
W BT Hed BRAl & SN JETerd Wi A
gedl A S Bl 8 AR Iwa fhusd &
AT PR B |

oF-q. (dF ITESD)

Al S=Ie fH IIRUAU. giferRe
qUdl 8| (@8 Q1 Fare oiF o, oF
N WEE oiF A oS, 3d arg
aF g gl B B) |

an,
iR



lactose

lag phase

lagging strand

lambda (X) chain

lamella

laminar air flow
chamber
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AR (FHTaN)

TIUPNISS FEIEIESe, Gl Wagged
TaART @ AR Forgera § g A R
gU H U WM & SR W g g 0
HEd B |

Il HTaRRAT

35 o g8 yrawen s SR Siar] T3
A H gafera 8 W 2 |

9 g I

& frarer 3-5° fawm § ge7 gl oA
T S| U8 W BIR-BIR WSl (5-3) # -
Th B TG BA B W A H
TEAAEd €9 ¥ IS A B |

ST g@ll

yforen T@gforAl @ q1 AY @si H W
UF N@A WEfe gEdl I 4@l B
8 | afie giiven weigfer ) § a1 oY <t
2| W aFl B UB-Uh Yool N Tl
I |

geferat

ool UHeI—dyeryl Fefl |

G AY-HAR B

JUTPEY Sl GHTGR GHAAl § UHEHE 9T
¥ GEHOIAgE T bl 2| FHDI WA
Fae-Hada @1 ¥ AR sEwen TR
@ ¥ fora o 21



laminar airflow

laminin

lampbrush
chromosome

LDPL low density
lipo-protein

leader

leader peptide
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W argyare

e arguare o R s # Rl
fieret; aiftg wwior feen # varfea & &
afaf=

A9 Red sy 9ed # e g9 arel
TAGPWIE, G SUGS  HIFERT @I
Pl F GTed a1 HHP B DI HRal
2l
mftr—arempeli #, gfduceraRen # Ui oM
g gge PNE e s & qEl AR
frea wifea ow-gwl @ AP W
Hfha RNA &1 901 8T 2|

3 g9 feramd=

9 qE-gE W W PraeRid Pl
FIEIAN TH T P I AES 2 |

E

TIARTAL & 5 RR W IFA—RE=Rd
(nontranslated) 3JsHH S ARYT PreE A
Ugdl BT B | §Ee ira famie wad
AT ZATA 949 WA B Hhd & |

I ICTES

A 20 AT FARTN Al BT T
ITHE, Wl B @ H Hyafta @i
WEEl @ TH. AR W U wran @) g e
TEEal 9 UEH el 8 9R diaR R
3o fadry # ugech €1
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leader peptide sequence M ICIES HH

leader sequence

leading strand

leaky mutation

lectins

(@. leader peptide)

30 ATHA

(3 leader)

I ID

5.3 feen # AR Weeifta @9 areh @
AT oS |

anfers SwRad=

a1 SaRads R ga ofiE @ anifie
feafad & et 2|

aifdes a1

JfrsIe: IRy qd & WEE B FA N
TATSHIMICA] de TS difaael R fAafdine
YB3 B GG FBRAT & |

left splicing junctiond™ WHEYH WY

lethal dominant

lethal mutation

2. donor splicing site

"rae guTdt

T SaRads R Regeh s #
i @ 7 & S 2

e Iquiada

W o9 SAREd @ PRE @
WeHs  gRadd  (RamE, e,
FopHol JAT WY s shwwy 3§
Sufem B9 A Sl @ gg @ St B



leuckaemia
(leukemia)

leucocyte

leucopenia

leukocytosis

Leyding's cell
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I B R ddd gHGE SR gwrdl
B W e ) g B oara g B )

AR
wame & SR R e gamiRa
& G BHx faNed FE gl TE
JaRen fauropal a1 HRRGH BHST AR
uRd el & | S Tl & 9w 98
93 STl B

(2. cancer cell)

sy

HR, d@d IR MR & Hadl H
I9Rerd wqa It | A EHrarfas IfRd
SR PIRMEN S 3 orale e A
¥ wafd & 99 werdfdredr,  wfowen
sEgfrar anfe | SE1 RS, e,
HETHETHIY] |

AT gl

SR § Rl B GE § AN B
el

AT
I H AU 3 EE1 B 9] |
ifen ¥

quU @ AWl Had H g M drell
PRGN R eI\ 1 Tau Bl
21



library

ligand

ligase (synthetase)

ligation

linkage

linkage group

linkage or genetic
map
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yefd 2 8| PIRE ddad § gA@
Heayel drremE @ 2 |

AFA

v gwIgd o ey dEu @ U
wod H @ifgel garl [Qafa aiowe

?{{ﬁﬁ?ﬂﬁ B BRBISFURCY  3fTaE]
(bonds) FART Wrgdl 2 |

AR WER Sre1 | ufdva gart IARE
39 ufshar &1 SHoi-dd ¢ad. ) 2|

Heoel =l

WHl P TP & UGA A B B BRI
&1 fAHASH (segregation) 81 U |

W W
ol &1 W re e W & oRE
A fagmam & |
a1 AEfaA
v oA AEfE o fed fafire

TR W g WEall WHE @ S
Y@ w9 ¥ sifda @ )



linker

linker scanner
mutation

linking number

lipids

lipolytic

liposome
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A D

Bl Wl fBe  siferigfeasienss,
forad @ ufday ufdva & g deg-wea
g & A S SgEY $ g @
3R ol R ufdva @ Wy faged
Tar1 fAffa gae @ & ARl ® A
S | E |

e Haded IaRads

31 SLTAL AR A T & R W) A
M ogfoey @s/ENdl @€ W SILUHT
Sl & gHAteT ¥ IO SARad |

e W

98 IRaRal, o dgan, s & @
Al To gER P IR B |

T
Tt el &1 ga e g S
S & aRdT @ weg ayda Rermdi ¥
g 21 ¥ ¥Rl IR fadw wu |
fafeerdl & Wyl wues & IR H
T I U G B A 'R e amER

&1 th e B 9iR 399 Sumyw 9 9w
qE H Sl Aad 2

THI-3qEEH
I B YEH Al are darell |
foraram, aae™

gfawe fafte feel/fifeeal & a1 g
Y W |qong HfeRT ¥ 9Ew WU ¥



liquid (solution)

hybridization

locus

locus specific

loop

LTR (long-terminal
repeat)

luxury gene
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JTfT & W 8| 39 "ARgH 9 BIRDT
% WioR aedl 9g1e) UgEnd o g |

za (Rem=) daxm

faaa # gaeld I7a @ ARD darsdl &
49 89 arell e |

farera

8 WHE, WE W PRE § R e
areh 5= Rera 2t 21

favere fafere

(are=nail a1 ufbarall & forg ugaw) R
TEwNy dad (b & e e &

Y B B, U, JARgW OREE A O
festor |

qra

IRTAL. (1 Thal aS! SITAL) & RN B
gefora =1l g8 fgd dvAn § wdm
gRIgicd & 419 arel SgehH @ W I
=

A &R, (s amgf)
rgepn e gRgfa geafaada .
T B SRR Ay 8 o B

gy o

fafre werdl B ST I q@ oE,
fraa smavgear e ®IRmeT d&o
Teul @ I @ fag Bk )



lymph

lymphocyte

lymphocytosis

lymphoid tissue
(lymphatic tissue)

lymphokine
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RR:ICal

T8 TR W MR B Fas BINGT q-Y
Terell § S @Y HRJ Y vared & ¥
T8 il el § g g dun o
Fasl ¥ Ed @ 9y e Bfa @
g ¥ Ay e @a B TR
Symedl fafra iR e ugil @
frepraa & o0 e Hemw ueE et B

aftary, formise

gfiReTcTd IfHAT W WagH Dwdg ¥Wd
HER BIRHT |

SRS

®ER H aNFVRI B Fgdl g8 A
He o & wwmme 0 @ gEs @ |
TR Had
q Had A AT TR FEEY] g9 B A
argd UfY, JRY Foon 1 Higdl ggel
(aferai #) |

forwrersa

groft SIRTERT § g TAEdUEE &
guifadd @ven 8| wnell sfbar  @en
oo gforel Rl 4 gwer sy
TrTeT gl & | wforen sifdfhar 7 wfbfaa
A Rl gar R dfnerss,
I T TG a1 §eR LA |
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lymphoma GRIERC TS

@B Fdd B dAX 99 dfde
BT |

(2. cancer cell)

lysis of cell HIfET AT
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lysosome

lysozyme

lytic cycle

lytic growth (lytic
development)

lytic infection
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m-RNA splicing

M. phase

macromolecule

malignancy
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Malignant tunour

marker (genetic)

mass spectrometry

mast cell

maternal
inheritance

mating type
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medical genetics

megakaryocyte

melanocyte

melting of DNA

melting
temperature

memory cell
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Mendelian

inheritance

Mendelian
population

mesosome

messenger RNA
(mRNA)

met-t RNA
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metacentric
chromosome

metaphase

metaplasia

metastasis

methylase
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microbody

micrococcal
nuclease

microfilament

microinjection

micromanipulator

micronucleus
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micropyle

microsome

microspore

microtome

microtubule
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microtubule
organizing center
(MTOCQ)

microvillus (pl.

microvilli)

mid body

middle lamella

migration

milk factor
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minicell

minichromosome

miniprep

missense mutation

mitochondria
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mitogen

mitosis

mitotic apparatus

mitotic index

mitotic
recombination
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modified bases

modifier gene

modulating codon

modulation

modulator

(modifier)
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molecular biology

molecular breeding

molecular
chaperone

molecular genetics
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monoallelic
condition

monocistronic
m-RNA

monoclonal
antibody

monocyte

monoecious

monogenic
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monogenic
inheritance

monohybrid

monohybrid cross

mononeme

mononucleotide

monoploid

monosaccharides
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monosome

monosomic

monosomy

mordant

morphogenesis
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multienzyme
system

multiforked

chromosome

multigenic

multigenic

(polygenic)
inheritance

multimeric protein

multiple alleles

multiple genes
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muscle cell

mutability

mutagen

185

aeh i

HHITA BINET A1 YRad geh, anfad
wsﬁsﬁ?aﬁﬁsﬁﬁms‘aﬁﬁélsﬂw
@ Wil uREl g@geee Ufded oiR
qm‘rﬁﬁmmaaamanaamwﬁm
Bl €| o UM eIl u @d
FHR B Bl € gufrw g gei-ag A
FEd &1 399 e iR FfRE uidH
UHaR HH H aaRerd g & ik uef @
Waa ampfa ye@ w=a &1 ggued-
PRGN VeNHa BIC), [hd=fdhd adl
Waa et €| rRad Tef-wiffed e1dh

g

e s Aifde $He o T A
gRade I~ B IARTdA B & 9qT
qar B

mutagenic, mutagen IaRadw

mutant

IaRadd IO~ dY B &Har ATl
(BTRP) |

IRt

W W e e SaReds gan &),
YT, W IARTIT B Fora@wy I~ 8l
@, W1 SARad! W &1 aEe 8 3R



mutant frequency

mutant substitution

mutation

mutation rate

mutation site

muton
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myosin ATPase
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N.K. cells

naive lymphocyte

native (natural)

immunity

natural killer cells
(NK cells)

negative

complementation

negative regulator
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negative
supercoiling

neoplasm

neurofilament

neuron

neurotransmitter
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neutrophil

nick translation

nicking

nitrogen-fixation
genes (nif genes)
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non-disjunction

non-histone
chromosomal

protein

nonsense codon

nonsense mutation

nonsense
suppressor

northern blotting
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nucleolus

nuclear envelope

nuclear magnetic

resonance (NMR)

nuclear pore

nuclease
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nucleic acid

nucleoid

nucleolar organizer

nucleoplasm

nucleoprotein
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nucleoside

nucleosome

nucleotide

nucleus

nude mouse
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null allele

null cell

null-mutation

nullisomic

nurse culture
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objective

obligate

ochre codon

ochre mutation

Okazaki fragments

oligonucleotide

oligosaccharide
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oncogene

oncogenic virus

oncology

oogenesis

oogonium

open-reading frame
(ORF)

196

AAONES TARIINEE a4 & g
WER S B 8|

s o, s

gifT S @ ReorsiEm § 9w S
arelt SfF, S geReier shal & Saer §
IR ggM & fav Iarer Bl 2
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operator

operon

opsonin

organelle

organelle genome

origin of
replication

orphon gene
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osteoblast

osteoclast

osteocytes

osteonectin
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out breeding

overdominance

overlapping

inversions

oxidation

oxidative phos-
phorylation
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pachynema
(pachytene)

palindrome

paracentric

inversion

paragenetic

parthenogenesis

passive

immunity
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passive

immunization

passive transport

patching

pBR 322

PCR (polymerase
chain reaction)
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pectin

pedigree

peptide bond

peptidoglycan
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peptone

pericentric

inversion

permeability

permease

peroxidase

peroxisome
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phage (bac-
teriophage)

phagocyte

phagocytosis

phagolysosome

phagosome

phasmid

phene
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phenocopies

phenotype

pheromones

Philadelphia
chromosome

phloem

phosphatase
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phosphodi-
ester linkage

phosphorylation

photo-
reactivation

photoautotroph

photolysis

photosynthesis
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pinocytosis

pitch

plant cell

plasma (serum)

plasma cells

plasma membrane

plasmalemma
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plasmid

plasmodesmata

plasmolysis

plasmon

plasmosome

plastid

plastone

platelet derived
growth factor

plating
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plating efficiency

playback

experiment

pleiotropic gene

point mutation

polar body

polar granule

polarity
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poly (A)

poly A tails/tracts

polyadenylation

polycistronic
mRNA

polyclonal
antibodies

polygenes

polylinker
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polymorpho-
nuclear granu-
locytes (PMN)

polynuclotide

polypeptide

polyploidy

polyprotein

polyribosome

polysaccharides

polysome
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polyspermy

polytene
chromsome

pore complex

position effect

positive
supercoiling

positive regulator
protein

PPLO (pleuro
pneumonia
like organism)

Pribnow box
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primary cell
culture

primary culture

primary immune

response

primary lysosome

primary transcript

primer

primosome
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probe

process

pseudogene

programmed cell
death

prokaryotic

promoter
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promoter

proof reading

prophase

prostaglandin

protamine
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proteases

protein

protein
sequencing

proteinase

proteolytic

enzyme

proton gradient
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proton pump

protoplasm

protoplast

prototroph

pseudo-alleles
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pseudopodium

pulse field
electrophoresis

pure bred

pure culture

pure line

purine
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5s RNA

RNase (RNAase)

R.N.A. polymerase

R.N.A. replicase

rad

radio-immuno
assay (RIA)
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radioactive isotope

radiobiology

random amplified
polymorphic DNAs

rare base

ras gene

rDNA
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reading frame

reading mistake

reassociation

of DNA

receptors

recessive

recessive allele
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recessive
complementarity

reciprocal
translation

reciprocal cross

reciprocal genes

reciprocal hybrid

reciprocal re-
combination

recombinant
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recombinant
(chimeric) DNA

recombinant DNA

recombinant DNA
technology

recombination

recombination
nodule

recombination
frequency
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recon

recurrence risk

recurrent parent

redox potential

reduction

regulator gene
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relaxed DNA

relaxed plasmid
(replication)

release factors

relic coil

renaturation
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reovirus

repair synthesis

repeat

repeating unit

repetitious D.N.A.

repetitive
DNA

replacement vector
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replica plating

replicating fork

replication

replication

replication eye
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replication fork

replicative forms

replicon

reporter gene

repressible enzyme

repressive system

repressor protein
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reproductive

isolation

reproductive
probability

resting cell
(nucleus)

restitution

restitution nucleus
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restriction
enzyme

restriction fragment

restriction map

restriction site

retinoblastoma

retriever vector

retroviruses
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reverse genetics

reverse mutation

reverse selection

reverse trans-
criptase

reverse
transcriptase

reverse
transcription

reversion of
mutation
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revertant

rhesus blood types

Rho-factor

ribonuclease

ribonuclease

ribonucleoprotein

ribonucleotide
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rifampicin

rll locus

ring chromosome

RNA polymerase

rot

rous sarcoma
virus (RSV)

rRNA
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S phase

S-unit (Sved-
berg unit)

salivary gland
chromosomes

sampling error

sarcoplasmic
reticulum

satellite
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satellite D.N.A.

satellite DNA

Schwann cell

second messenger

secondary
cell culture
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selectable marker

selection
differential

selection pressure

selective advance

selective plating
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selective variant

self sterility

self sterility gene

self sterility genes

semi dominance
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semi sterility

semi-lethal

mutation

semiconserva-

tive replication

semiconservative

replication

sense strand

sensitive develop-

mental period
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sensitizing agent

serial dilution

serology

serotonin

serum
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sex chromatin

sex chromatin

sex conditioned
character

sex determination
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sex limited
character
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sex linkage
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sex ratio

sex reversal

sex-chromosome

sexduction

Shine-Dalgarno
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shuttle vector
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sibmating

sickle cell anemia
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sickle cell trait

sigma factor

signal recognition
particle (SRP)

silent alleles
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silent mutant

silent mutation

simian virus 40

single inversion

sister chromated
exhange

sister chromatid
exchange

site

247
A IR

o SaRadt e o8 e gragsdl
99Td I | el 37 |

HiRa S@Rad

g T WX R Iffad F 8 arel
S SaafRadH |

»fa fumy 40

e Ry @ dafld wR-aeR
FIREIA BT TTeal BT Heal 2 |

Uhd ufaardq

gftrdm= i oRE @1 dad (e WU
IeIc oI B |

e A
i oeREw aqw & 1 Hew
sPREl (EEfesl) @ dE R
ATETH—HST |

e anfRgx fafwa

sfafpm R A @ g9 & TH
TF JUH g el B Bre @1 ? SR

TR GHGE 29 AT F I [H 9D
TP IID Y ST 9T B |

cl

fFf RRgE (@UR) ¥ a@ W @
IafRads & 9&al 8|



248

sodium ion channel 349 3ga wona

sodium pump

soma

somatic
hybridization

somatic embryo

e el 99 & $RY g4 aren
fAfma e R d9a e &
Ay J df¥er Sadl § Nat amaH] &
f3reel & UR df3@el § waw dar 2
wfeaw gy

e SHas # fhura e 93 e
TaRT 4 Na* A e el @& IR
fod 9 & W1 AGAT WUl & BRI
freeh & frar wgg T 9| W 9U @
WRY Na* 34 & 9 W K* 3ifg9 9ga
o # R 3w ufbar § Na'/K' ¢
UL, EaRT QAR B St Iued A I
Foll wga el B |

Cap

sgaIffiey WA &1 WR S oA
FIRPIRA | grE Bar 2 |



somatic cell

somatic crossing

over

somatic doubling

somatic mutation

somatic pairing

SOS repair
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southern blot

spatial isolation

spermatid

spermatogenesis

spermatogonia

spermatogonium
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spermatozoa

spermatozoon

spermiogenesis

spindle

spindle fibres

spiral cleavage
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splicing

splicing junction

spontaneous
mutation

spreading portion

effect

starch

start codon
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stem cell

sterilization

stock

stop codon

strain

streak plating

253

qa i

ggufaaa sfufea R Ase-@1RE
S fel N afe P g @
gdmfE @ Y1 wA A | 2|

1. 94FHRO1 2. MU

1. @R, A9 g1 IR DI HAT B
AT |

2. MYERE; 98 ufdbal, fred el T
q ot SNf3d gewolal &1 A frar arerT
) far oman 2|

uqq (¥i®h)

uiftral @ wf 4 B M AP wug|
Serevoned,  SaRad!  gfen @
YA O X2 |

oy, guell, JUU Tgergfacaegs B
S A @A B ARU B AT B
ddhd a1 2|

fadg

1. gl Iuenfa

2. @& Sm d@m @i, R agdlRe
YT AR el a9 b fou tE qa
e § g (@) far s )

@ e

fage 1 sRigfia el #1 AR FA B
9o ¥ f& 3 "em @ waE W
GeAodl DY BA B ADAD |



stress fibers

stress proteins
heat shock
proteins)

structural gene

sub-culture

submetacentric
chromosome

substitutional
load
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substrate

subvital mutation

supercoiling

supergene

supernumerary
chromosome

superspecies

255
Hawr, fraem

JaREEA & ¥ed H 98 fAfre @ifte,
R« @12 TrogH fhar axar 21

SiiqgaER IaRadq

S o oilgs wifdd (Shreran) & ge
o 8, R s wva § ofF 989 a
a1 afdadl ¥ ¥ 50 ufowa |d @A,
IRTFal & 98l & W 9 & |
sfrgsa

Gead, o g o @ Qs
gefor ) g s & FIW Tadfi-ferged
g e Afde Hea o) & o B

fsiE (3fasi=)

TorE @t @os o fafma @ afsan
q PEd B 2 R 39 ver i
@l e S 8 WA Bl Ued RS

S

(¥®E) 8|

A& oRE

faftre MM T E @ IrdmEl e i
¥ Ui S 4Tl U A1 3fed R |

siferemfa

wafg franfYe  (TEnfes) onfeal &
A R g o @@ ded g1 (TR
Sl @Y, WREAHS GHEAR D BRI,
TE g W Y@ S g )



supervital
mutation

suppression

suppressor
T-cell

SUPPIESSOI' gene

suppressor
mutation

survival value

suspension
culture
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switch gene

symport

synapse

synapsis of
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synaptonemal
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syngamy

syngen

synkaryon

syntenic genes

synthetic lethal
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T-antigen

T-cell

tandem duplication

tandem repeats

target organ

target tissue
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taste blindness

TATA box

Tay-Sachs disease

telocentric
chromsome

telomere
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temperate phage

temperate phage

template

teratocarcinoma

teratoma

terminal

chiasmata
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terminal

redundancy

termination codon

terminator

test cross

tester strain

tetra-allelic
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tetrad

tetrad analysis

tetrad segregation
types

tetraploid

tetraploidy

tetrasomy

tetravalent
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tetrodotoxin

thalassemia

thylakoid

thymic education
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thymidine

thymine

thymine education

tight junction

tissue culture

266
yrafas=

YAy IRl A U §M 9@ 9R
fradrmgsl ¥ ¥ s g8 RS
&R® g e AT
2 4—SrgdifRil—5—afda— RS 8 u=
I frasirgel d = 2 o fgan
IR ARTAY. S # (fRaifef v #) g
i 2| UrafASE $ad QgAY H € g
ST 2 |

RIELIE)

N TH T H g A= qren Te fARfEEE
&R |

araadt IfdH

g B WaR A -BI¥ER garT
W-gfawd IR R—yfawd & g % H
P &GHAT UTH HAT |

s af

IUGAT PIERT ¥ PG AR gqd
fowaR FIf¥E & IR} IR Far B iR TR
FIR@IRI & da B ARl W3-
faao &1 AP B |

FHad |adq

PIRGT g1 Fdd = P TS |



titre

TMV

tolerance (immuno-
logical)

tonofilaments

tonoplast

totipotency

tracer
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trans-configuration

transcript

transcription

transcription factor

transcription unit

transduction
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transfection

transfer RNA
(tRNA)

transferase

transformation

transgenic mice

translation
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translocation
heterozygote

transport protein
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transposition

transposition
immunity

transposon
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transversion

triplet

triploidy

trisomy

tropocollagen
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breeding true
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tubulin

tumour necrosis

factor

tumour cell
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ultracentrifugation
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uniovular twins/

monozygotic twins

uniport
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univalent

up promoter
mutation

upstream

uracil
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vacuole

variable gene

variable region

variegation

vector
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veiled cell

vimentine

virgin B cell

virgin lymphocyte

virion

viroid
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virulant phage

virulence

virus

virus receptor

vitamin
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W,Z-chromosomes

western blot

wild type

wild type gene

wobble hypothesis
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writhing number
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X-chromosome

xanthinuria

xenograft

Xenotope

xenotype

xeroderma
pigmentosum
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Z-chromosome

zeatin

zero order kinetics

zona pellucida

zonula adherens
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zonula occludens

zygote

zygotic lethal

zygotic meiosis

zymogen
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oogenesis

micropyle
oogonium

crista (cristae)
endosome
endocytosis
inbreeding

transfer RNA

gap junction
interphase

synapse
endoplasmic
reticulum
intercalating agent
interband

end product inhibition
(feedback inhibition)
telocentric chromosome
telophase

telomere

acentric fragment
virgin B. cell
haploid

forward mutation
leader sequence
leading strand
acrosome
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tight junction (zonula
occludens)
anastral spindle
hypervariable region
overdominance
hyperplasia
episome
supercoiling
adsorptive
endocytosis
hot spot
blunt-end ligation
parthenogenesis
incompatibility
tracer
epigenesis
down stream
metaplasia
translation
semilethal mutation
semiconservative
replication
chromatid
meiosis
chromatid bridge
titer
transcription unit
transcription factor
transcription

transcriptional activation

satellite DNA
polygene
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multicopy gene
centrifugation
(centrifuging)
catabolite repression
apogamy
allogenic

allograft

allotype
allopolyploid
apoplast
modification base
allostery
degeneracy
degenerate genetic code
missense mutation
atrophic
incomplete
dominance
recessive
gratuitous inducer
transport protein
amoeboid locomation
acid phosphatase
acid hydrolase
albinism

tumour necrosis
factor

tumour cell
oncogenic virus
oncogene
autosome

low-density
lipoprotein (LDLP)
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aplasia
anaerobe

ovine
non-disjunction
apomixis
incompatibility
asymmetric division
aneuploidy
osteocyte
osteoplast
osteoclast

non-histone
chromosomal protein

intron
intracellular
transport

leaky mutation
ochre mutation
ochre codon

okazaki fragment

oxidative
phosphorylation

archaebacteria

basal lamina

genetic engineering

genetic code

genetic polarity

genetic recombination

genetic transformation

genetic drift

genetic marker

bond
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AR ionophore

g1 Uy ionic pump
IR.UA.U. gRqaa+ RNA maturation
MR.UA.Y. UhHYI RNA processing
AR YAY. FHIEH RNA splicing
SICCIR G scaffold protein
TERA] agglutination
IrEEH HefordT zonula adherens
g5 (Aegadl argHA) intron (intervening

sequence)

Eﬁ?@ﬁ I F1 electron transport particle
Eﬁﬁf’l—"[ ﬂﬁ?ﬁﬁ electron microscope
| virulent

I &fagar excision repair
JohH &Tﬂﬂﬁlﬂﬁ reverse genetics
IopfAd SaRadq reverse mutation
HEAS 1T helper cell
ERUEERED mutator

IRad= mutation
SafRade= mutagen

SARadd ¥ mutation rate
IaRad+ am@ mutation pressure
SaRada fRiguia mutation theory
SaRads @ mutation site
IaRadi mutant

SaRad® muton

EEIGIERI neutrophil

SEIpEd promotor

IUSHET BIFRAHT epithelial cell
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carcinoma

primer DNA

chondriocyte

amphidiploid

hermaphrodite

amphipathic molecule

fertilization

amniocentesis

tissue

tissue culture

histocampatibility antigen
(transplantation antigen)

up promotor mutation

negative complementation

monoclonal antibody

monoploid

unineme theory

monosome

uniport

single copy gene

monoecious

monosomic

X-ray

X-irradiation

X-ray diffraction

X-chromosome

exonuclease

HAT-selective medium

HLA antigen

adenovirus

FC fragment

FC receptor
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Epstein-barr virus (EBV)
mRNA capping
m-RNA splicing
AUG codon

ELISA (enzyme-linked
immunoassay)
S-phase

SRP

SV 40 virus

action

actin filament
actinomycin-D

Ame’s test

amino acid

amber mutation
amber codon

alu family

operon

operon gene
granulocyte
chondriosome

Kappa particle
Kupffer cell

flagellum (flagella)
somatic mutation
somatic cell

somatic rearrangment
somatic crossing over
cistron

callus

fermentation

action potential
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chelating agent
cisterna (cisternae)
pseudogene
pseudoallele
extranuclear gene
nuclear pore
nucleoid

nuclear envelope
nucleolar organizer
nucleolus

K-cell (killer T. cell)
cancer cell
carcinogen

cassette mechanism
cassette switching
calcium-ion channel
blast cell

cell

cell organelle

cell migration

cell coat
(glycocalyx)

cell adhesion

cell adhesion molecule
cell-cell interaction
cytolysis

cell line

cell cycle

G-phase of cell cycle
G, phase of cell cycle

G, phase of cell cycle
M phase of cel-cycle
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cell biology
cytoplasm
cytoplasmic inheritance
cytoplasmic bridge
cell colony
cytogenetics
cytoskeleton

cell lineage
pinocytosis

cell surface marker
extracellular matrix
cytokinesis

cell wall

cell mediated cytotoxicity

cell free system

cell death

cell transformation
lysis of cell

cytology

cell division

cel division cycle gene
(CDC gene)

cell differentiation
cytosol

cell signal

cell communication
cell culture

cell fusion

cell theory

cytological mapping
cytological hybridization
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(in situ hybridization)
core particle
chromatid bridge

at: ophic

Klinefelter’s syndrome
Klenow fragment
cloning vector

cloned DNA (c. DNA)
SOS gene

capacitation

base pair

basophil

nick translation
myasthenia gravis
kinetic complexity
kinetochore

gamma chain gene
chromosome
chromosome banding
karyotype
extrachromosomal DNA
chromosome walking
chromosomal mutation

chromosomal
rearrangement

chromosomal protein
C-banding of chromosome
chromosomal aberration
bovine

Golgi apparatus

Golgi bodies

Golgi complex
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adenovirus

receptor

glyoxysome

lethal mutation

lethal dominant

cyclic AMP

tetrasomy

tetraploidy

thylakoid

animal cell

generation time

germ plasm theory
hydrophobic interaction
ascites

zymogen granule

gene sequence

gene expression

gene family

gene cloning

gene cluster

gene regulatory protein
gene conversion

gene detection
genotype

gene amplification
gene mapping

gene locus

gene bank

gene library (gene bank)
gene activation

gene activation protein

G-banding
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plasmadesma
(plasmodesmata, pl.)

bacteriophage
bacteroid

in vivo

subvital mutation
J-chain (joining chain)
biological stain
biopolymer

turner’s syndrome
T-cell

Tay-Sachs disease
Down’s syndrome

D segment

DNA noncoding
DNA sequence

DNA transcription
DNA modifying enzyme
DNA repair

B-form DNA

DNA coding

DNA cloning

DNA replication
DNA ligation

DNA cleavage

DNA blotting

DNA hybridization
DNA splicing

DNA constancy
d-loop

Donnan'’s equilibrium

wobble hypothesis
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filopodium

neuron (neurone)

axon (axone)

axonal transport

neurofilament

neurotransmitter

tobacco mosaic virus
(TMV)

true breeding

leptotene
(leptonema)

leptonema (leptotene)

humoral immunity

tonofilament

tonoplast

heat shock protein
(HSP)

aster

centrosome

centriole

astrocyte

spindle

spindle fibre

triploidy

clover leaf model

trisomic

thymic education

donor splicing site

sickle cell anemia

xylem cell

directed mutation
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milk factor

malignant tumour
malignancy
messenger RNA (mRNA)
cyclosis
ultracentrifugation
retinoblastoma

dyad

birefringence

double helix

dicentric chromosome
dicentric bridge
duplicate gene

double fertilization
diploid

secondary nondisjunction
secondary cell culture
secondary immune
response

secondary lysosome
second messenger
bidirectional replication
bipolar cell

diplotene (diplonema)
vacuole

polarity

polar body

polar granule

nif gene (nitrogen
fixation gene)
controlling element
chalone



e o=
AR saRad+
Rus oiH
foRigs -1

fafera afmA
g gavo
SICE I
ARARYD! AfddHI0l

fasaidm (=g $v)

gRadt wers
e gEEN

qTg Yoo P
ueg faum
e (Uges 9%,)

9y HIFRIHT

304

regulatory gene

nonsense mutation
suppressor gene
suppressor T-cell
determinant
insertion
fertilization

passive transport
filter hybridization
northern blotting
Normarske interference
optics

nucleosome (nu particle)
nucleic acid
reduction division
pentaploid
lamellipodium

band

band

paracentric inversion
transduction
metastasis
pericentric inversion
variable gene
variable region

test cross

lagging strand
reterovirus
anaphase

pilus (pl. pili)

in vitro

plant cell
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qreT pseudopodium

BiLIEaINET) pinocytosis

IR HuD transgenic mice

IR 3fSTERTl zona pellucida

RUSEL transfection

URERS RIATARI reciprocal translocation

gRTaRoT yfdren transposition immunity

URTEARE dw transposable element

IR S transposon

[EIRGIN sarcomere

1301, 3rgurd P.O. ratio

QIR 322 PBR 322

AR, (@iferRa *g@m PCR (polimerase chain

rfafaan) reaction)

9 & generation time

fad &R vitelline layer

g9: 9rdhd+ renaturation

EERERIRSAEAY repetitive DNA

‘fﬁ'ﬁ recon

g faHE feedback regulation

TR HEHA feedback inhibition

EERINE recombination

g gAY Wgafia recombinant DNA
technology

RP STAY (AEITAL) complementary DNA

(cDNA)

LLCAGE| complement system

PRER! complementation

s & imaginal disk

qof g complete dominance

LIEEANED capsid

UeTES ey peptide bond
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myocyte

myofibril
sarcoplasmic reticulum
phloem cell
photolysis
photosynthesis

codon

domain

operon

operon gene

breeding

replication fork
replication eye

replica plating
replicon

antiport

antigen
antigen-antibody complex
antigenic determinant
antibiotic
fluorescence microscopy
anticodon

upstream

restriction enzyme
restriction map

stress fibre

immunily

immune response
imonunoglobulin
immunogen

antibody

antimitotic drug
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back mutation

back cross

back cross, back crossing

revertant

reversion

reverse transcription

allergen

plasma

plasma membrane

plasma cell

frameshift mutation
(reading frame shift)

house keeping gene

epistasis

dominance

dominant

dominant gene

dominant defect

dominant trait

virion

blastema

dominant

amplification

prophage

proto-oncogene

procaryote cell
(prokaryote cell)

natural killer cell
(NK cell)

primary transcript

primary nondisjunction

primary cell culture
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primary immune response
primary lysosome
primary culture
initiation factor
initiation codon

proof reading

inducer (gene inducer)
induced fit model
induced mutation
proton gradient

prion

prosthetic group
polypeptide
polyribosome
polysaccharide

plaque assay

plasma (serum)
plasma cell

plasma membrane
plasmid

fibroplast

Feulgen reaction
phosphatase
phosphodiester linkage
phosphorylation
philadelphia chromosome
filamin
pheromone
foot printing
bursa of fabricious

Fab fragment (fragment
antigen binding)
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Freund’a adjuvant

linkage

bond

desmosome

ligation

Burkitt’s lymphoma

exocytosis

outbreeding

poly A. tract

polyadenylation

poly A. tail

polycistronic

polyclonal antibody

polyploidy

polytene chromosome

shuttle vector
(bifunctional vector)

pleiotropism

multiple allele

consensus sequence

polyspermy

polysomic

balbiani ring

point mutation

platelet derived growth
factor

B-cell

sporulation

breakage fusion bridge

cycle

phagosome

phagocytosis
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heavy water

spheroplast

starch

middle lamella

metacentric chromosome

intervening sequence

(intron)

intermediate filament

metaphase

macronucleus

megakaryocyte

giant chromosome

macrophage

micrococcal nuclease

myelin sheath

maternal inheritance

gynandromorph

mast cell

major histocompatibility

locus

stem cell

central dogma

murine

met-tRNA

Mendelism (Mendelian
inheritance)

melanocyte

silent mutation

random genetic drift

bivalent chromosome

gamete
gametocyte
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syngamy
synkaryon
gametophyte

zygote

zygotene (zygonema)
allele (allelomorphic pair)
zygonema
synaptonemal complex
linker DNA

prosthetic group

pore complex
erythropoiesis
hematopoiesis
constitutive gene
constitutive
heterochromatin
vacuole

chemotaxis
chemoattractant
chemiosmosis

A site of ribosome
ribosome

Rous sarcoma virus
ras gene

Robertsonian translocation
rhesus blood type
transformation
replicon

Rho factor

immunity

stop codon

pilus



312

rot

phenocopy
phenotype
microspore
minichromosome
lysogenic growth
lytic infection
plastid

halophile
lymphocyte
lysogen

lysogeny

lysogenic repressor
lysogenic immunity
lysosome

lytic growth
lymphoid tissue
lymphoma

sex chromosome
sex linkage
sex-linked inheritance
sex chromatin
lampbrush chromosome
lac promoter

lac regressor

lac operon

deletion

deletion

pitch

chromomere

chromonema
(chromonemata)
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colour blindness

annulus

annulate lamellae

cortical granule

lipid

chimaera (chimera)

cleavage

coated vesicle

coated pit

liposome

adipocyte (fat cell)

y-chromosome

simian

aerobe

carrier protein

allele
(allelomorphic)

facultative anaerobe

allelic complementation

facultative
heterochromatin

radio immuno assay
(RIA)

denaturation

crossing over

auxotroph

phage (bacteriophage)

disjunction

melting out temperature

resting potential

teratocarcinoma

teratoma
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nude mouse
palindrome
open reading frame
idiogram
idiotype
heterokaryon
(heterocaryon)

heteroploidy
heterosis (hybrid vigour)
heterologous chromosome
heterogametic sex
heterozygous
heterogeneous

nuclear RNA (hn RNA)
transversion
virus
viroid
diffusion
diffusion coefficient
locus
circular DNA
growth factor
growth curve
western blotting
electrophoresis
exon
chiasma (chiasmata)
reciprocal recombination
cone cell
shuttle vector
variegation
branch migration
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relaxed DNA

Shine Dalgarno sequence

spermatozoon

spermatogonium
(spermatogonia)

spermatogenesis

porcine

null mutation

null cell

nullisomic

inflammation

mucosal cell

canine

leucocyte

leukopenia

leukaemia (leukemia)

hexaploid

Schwann cell

hybrid

hybrid dysgenesis

hybrid DNA
(heteroduplex DNA)

hybrid inviability

hybrid sterility

hybrid breakdown

hybridization

hybridoma

signal recognition particle

signal peptide

signalling molecule

signal hypothesis

syncytium
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compatibility
compatibility group
mating type

syngen

genome

probe

trabecula (trabaculae, pl.)
fusion protein

vector

composite transposon
conjugation
conservative replication
structural gene
attached X chromosome
closed reading frame
chromocentre

contranslational transport
(cotranslational transport)

active transport
conditional mutation
sister chromatid exchange
animal pole

isozyme

isochromosome

homologous sequence
homologous chromosome
cis face (forming face)
isotype

splicing

splicing junction
homogametic sex
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homozygous
cis-configuration
cis-trans test
symmetric cell division
mitogen
mitosis
mitotic index
isotope
termination
termination factor
termination codon
agglutination
luxury gene
spiral cleavage
coenzyme
cofactor
innate immunity
corepressor
codominance
codominent allele
codominent allele
linkage
linkage map
linkage group
adjuvant
covalenty closed circular
duplex
cointegrate structure
tolerance
cyclosis
southern blotting
sigma factor
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border membrane
benign tumour
CDNA library
(complementary DNA
library)
border membrane
C-value
eukaryote cell
eugenics
retriever vector
microsome
micronucleus
microscopy
microtubule
microtubule organizing

centre
microbody
microvillus
mitochondrion

(pl. mitochondria)
centromere
synapsis
Sendai virus
translocation
position allele
position effect
pachytene (pachynema)
secretory vesicle
secretory protein
pulse field electrophoresis
spectrin

memory cell
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autocatalysis

spontaneous mutation

autoantigen

autopolypoidy

autophagy

autophagic vacuole

autoradiaography

in situ

in situ hybridization

selfish DNA

Svedberg unit (s-unit)

Huntington's chorea

chloroplast

Hind D. III restriction

nuclease

hyperchromicity

freeze etching

freeze fracturing
(freeze clearing)

his operon

He La cell

hairpin loop

haplotype

hormone receptor
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